FIGURE 1 



-240 

CAGGAGCTGAAAGTCCCCGGCGGTCCGGATGCCCCACTTGCACITCCGCTGCT . j 2 j 

ACGACCGGTCCTCGACACGCTGCCTGCGAGCCAAGTTCAACACTCCACA _j 

ATCGCAGTCACATCCCACCACATCATCCCGCTCATGGTTCTCCTGATC^ 12 o 

HetAlaValThrSerHisHisMetlleProValMetValValLeuHetSerAlaCysLeuAlaThrAlaGlyProGluProSerThrArgCysGluLeuSerProIleAsnAlaSerHis 40 

' T 4 # 

CCACTCCAGGCCTTGATGGAGAGCTTCACCGTTCTGTCTGGCTGTGrcAGCAG 240 

ProValGlnAiaUsuMetCluSerPheThrValLeuSerGlyCysAlaSerArgGlyThrT^^ 60 

+ 4 

CAGCGGCAGAGAGAGGTTACCCTGCACCTGAACCCCATTG^ 360 

ClnArgGlnArgGluValThrLeuHIsl^uAsnProIleAlaSerValHisThrH^^ 120 

ACACTGGCCGCTGGTCTCCCCAGACTCTTCCTG 4ao 

ArgUsuAlaAlaClyValProArgl^uPhel^uValSerGluGlySerValValGlnPhePro^^ 160 

+ # 

CAACATCTCCTCCCCTCCCCCCAAAAGGAATATGGAGCAGTGACTTCCT^ €00 

GluHisl^uValArgTrpAlaGlnLysCluTyrGlyAlaValThrSerPhe^ 200 

4 

AACATAGGGAAGAATTTCCTCTCACTCAATTACCTTGCCGAGTACCTTCAACCCAAAGCCGCCGAAGGTTGTG 720 

AsnlleGlyLysAsnPheLeuSerLeuAsnTyrLeuAlaGluTyrl^uGlnProLysAlaAlaGluClyCysValLeuProSerGlnProHisGluLysGluValHisIlelleGluI^u 240 

4 



840 

IleThrProSerSerAsnProTyrSerAlaPheGlnValAspIlell^^ 280 

TCTGfCAACTGGGTGATCAAGTCTTTTGACtrrCAAGGGAAACT^GAAAGTC 960 

Sef^XAsnTrpVallleLysSerPheAspValLysGlyAsnl^uLysVall^ 320 

<^?g^CATCCCTTCCACrcAAGAGAATCTCATCA^^ 1080 

As ^ pIIeProSerThrClnCluAsn ^ uMetLysTrpAla ^ uAs P AsnGI y T y rAr 9ProVa 360 

AA^CGAGATGAGAGATGAGGAAGTCCACACCATTCCTCCTGAGCTTCGTATCCTGCTGGACtrC^ 1200 

Aan&uCluMetArqAsi^luGluValHisThrlleProPr^ « 00 

peptide 1 

CG^TCTCCCCTTTCCATTCCCGGATATCCCCAGGAG AGGCTGGAATO 132 0 

Cl^lyLeuProPheProPheProAapIleProArgArgGlyTrpLysCluC^^ ^ 

,r= '~ peptide 2 _ 

CAACCAGAAGAAGTCCAAGGCGGCGTGGACATCGCCCTGTCAGTCAAATGTG^ 4 0 

Cli?g©GluGluValGlnGlyGlyValAspIleAlaI^uSerVa^ 460 

ctCa^cctgttggatccttcgtgtaaagccaaaatgaatg^ac^ 1560 

^B r ^ u ^ uA * pProSer ^ sLysA1 * Lys ^ tA$nGlyThrflisPheV ^^ uGluS « r S20 
4 4 t 



_ 1680 

TyiMnSerneValValGlnMaProSerProGlyAapSerSerClyTrpProAspGlyTyrCluAspI^ 560 

GCCt^eCXrrGAGCCGAGCTGGAGTGGTGGTGTTTAACT 1800 

AlaProI^uSerArgAlaGlyValValValPheAsnCysSerLeuArgGlnLeuArgAsnP 600 

ACAGACCTCTTTCTGGTGCCCTCCCCAGGGGTCTrcT^ # 

ThrA^pI^uPheLeuValProSerProGlyValPheSerValAlaGluAsnGluBisValTyrValGluValSerValThrLysAIaAapGlnAspLeuGlyPheAlalleGlnThrCys 640 

4 

TTTCTCTCTCCATACTTCAAaXAGACAGAATGTCT^ 2040 

PheLeuSerProTyrSerAsnProAspArgMetSerAspTycThrllelleGluAsnlleCysProLyaAspAspSerValLysPheTyrSerSerLysArgValUisPheProIlePro 680 

4 

CATGCTGAGCTGGACAAGAAGCGCTTCAGCTTCCTGTT 2 1 60 

BisAlaGluValAspLysLysArgPheSerPhel^uPheLysSecValPheAsnThrSerLeuI^uPhet^uB^ 720 

I 4 4 

CCGACCTCTCTCACTCCTGACGACGCCTGC ACTTCTCTCGATCCCACCATG ATCTGC ACCATCAITCACAATAAGA^ 2280 

FroArgCysValThrProAspAapAlaCysThrSerLeuAspAlaThrMetlleTrpThrMetMetGln^ 760 
* * 

AAAGAAAATGTTCCCAGCACTAAGGATTCCAGTCCAATTCCTCCTCCT 2400 

LvsGluAanValProSerThrLvaAspSerSerProIleProProProProPr^^ eoo 

CCGCTCCTGACGGGGGCCTTGTGGTACATCTACTCtC^ 2 520 

Al^f^uT^iiThrClvAlM^uTrpTyrTleTvrSerHlaT^ 840 

AGCACTCAGAGTACCCCCTGCTCTAGCAGCAGCACAGCCTAGGTGGAC 2640 

SerThrC|nSerThrProCysSerSerSerSerThrAla*** Q5 2 

CATCTGGGCTCCCTCTAAAGAAAGACTGAATTTCAGTATACACACAGCCAGTTCTACCCACCCC 2760 

GTGGCCTTCCCCACCAGCCCCTCGCAGGATGGGGGTTTCAATGTGAAACATCTC 2 880 
TCTGTTTTACAGAGTAAAGGAGGCGGTGAAGGGACGTCAGCTACTGTGTAGAGCCAAGGGGAGACAG 

2997 



FIGURE 2 

>DL; 3FF 

Meld of: 35T6-9 

TXCCG7 TGCT gtcggttggc gaggagtttc ctgtttcccc cgcagcgctg 

AGTTGAAGTT GAGTGAGTCA CTCGCSCGCA CGGAGCGACG ACACCCCCGC 
GCGTGCACCC GCTCGGGACA GC-AGCCGGAC TCCTGTGCAG CTTCCCTCGG 
CCGCCGGGGG CCXCCCCGCG CCTCGCCGGC CTCCAGGCCC CXCCXGGCXG 
GCGAGCGGGC GCCACAXCTG GCCCGCACAT CTGCGCTGCC GGCCCGGGCG 
GGGTCCGGAG AGGGCCCGGC GCGGAGGCAG CCAGGGGXCC GGGAAGGCGC 
CGTCCGTGCG CTGGGGGCXC GGTCTATGAC GAGCAGCGGG GXCTGCCATG 
GGXCGGGGGC XGCTCAGGGC CTGTGGCCGC TGCACATCGX CCTGTGGACG 
CGTATCGCCA GCACGATCCC ACCGCACGTX CAGAAGTCGG XXAATAACGA 
CATGAXAGXC ACTGACAACA ACGGTGCAGT CAAGTTTCCA CAACTGTGTA 
AATXXXGTGA TGTGAGATTT TCCACCXGTG ACAACCAGAA ATCCTGCATG 
AGCAACTGCA GCATCACCTC CATC7GTGAG AAGCCACAGG AAGTCTGTGX 
GGCTGTATGG AGAAAGAATG ACGAGAACAT AACACXAGAG ACAGTXXGCC 
ATGACCCCAA GCXCCCCTAC CAXGACTXXA TTCXGGAAGA XGCTGCXXCT 
CCAAAGTGCA XTATGAAGGA AAAAAAAAAG CCXGGTGAGA CTTTCTTCAT 
GXGTTCCXGX AGCXCTGATG AGTGCAATGA CAACATCATC XXCTCAGAAG 
AATAXAACAC CAGCAATCCT GACTTGTXGC TAGXCATATT TCAAGTGACA 

ggcatcagcc tccxgccacc actgggagtt gccatatctg xcaxcatcat 
cttc r act GC taccgcgtta accggcagca gaagcxgagx xcaacctggg 
aaaccggcaa gacgcggaag ctcatggagt tcagcgagca ctgtgccatc 
atcctggaag axgacggctc tgacaxcagc tccacgxgxg ccaacaacat 
caaccacaac acagagctgc tgcccattga gctggacacc ctggtgggga 
aaggtcgctt tgcxgaggxc tataaggcca agctgaagca gaacacxxca 
GAGCAGTTTG agacagtggc agxcaagatc tttccctatg accacxatgc 
ctcttggaag gacaggaagg acaxcttctc agacaxcaax ctgaagcatg 
agaacatact ccagttcctg acggctgagg agcggaagac ggagttgggg 
aaacaatacx ggctgatcac cgccttccac gccaagggca accxacagga 
gxacctgacg cggcatgtca tcagcxggga ggaccxgcgc aacgtgggca 
gctccctcgc ccggggattg tcxcacctcc acagtgatca cacxccatgx 

GGGAGGCCCA AGAXGCCCAT CGXGCACAGG GACCTCAAGA GCXCCAAXAT 
CCTCGTGAAG AACGACCXAA CCXGCXGCC? GTGTGACXXT GGGCXTTCCC 
TGCGTCTTGG ACCCXACTCT TCIGXGGATG ACCXGGCTAA CAGTGGGCAG 
GTGGGAACTG CAAGATACAT GGCXCCAGAA GTCCTAGAAT CCAGGATGAA 
XXXGGAGAAT GCTGAGTCCX TCAAGCAGAC CGATGXCTAC TCCAXGGCTC 
TGGTGCTCTG GGAAAXGACA XCXCGCXGlA A1GCAGTGGG AGAAGTAAAA 
GATTATGAGC CTCCAXXXGG TTCCAAGG2G CGGGACCCTG XGGTCGAAAG 
CAT GAAGG AC AACGTGXXGA GAGA3CGAGG CACCAGAAAT XCCAGCTXCT 
GGCXCAACCA CCAGGGCATC CAGATGGTGX GXGAGACGTT GACXGAGXGC 
TGGGACCACG ACCCAGAGGC CCGXCTCACA GCCCAGXGXG TGGCAGAACG 
CXTCAGXGAG CTGGAGCATC XGGACAGGCT CXCGGGGAGG AGCTGCXCGG 
AGGAGAAGAT XCCTGAAGAC GGCTCCCTAA ACACXACCAA ATAGCXCTTA 
XGGGGCAGGC XGGGCAXGTC CAAAGAGGCX GCCCCTCTCA CCAAA* 




FIGURE 3 
>P1;3FFPEP 

Meld of: 3FF6-9 3FF13 

KT$$GVCHGS GAAQGI.WP LK IVLWTRlAS T IPPHVQKSVN KDMIVTDNNG 
AVKFPQLCKF CDVRFSTCDN QKSCMSNCSI TSlCEKPQEV CVAVWRKNUE 
NITLETVCHD PKLPYHDFIL EDAASPKCIM KEKKKPGETF FMCSCSSDEC 
NT5NIIFSEEY XFQVTGISI-L PPLGVAISVT IIFYCYRVNR 

OQKLSSTWET GKTRK12-5EF6 EHCAX IX.EDD RSDISSTCAN NIKHNTELLP 
IELDTLVGKG BTAEVYKAKL KQNTSEQFET VAVKITEYDH YASWKDRKDI 
FSDINLKHEN ILQFLTAEER KTSLGKQYWL ITAFHAKGNL QEYLTRHVXS 
WSPtRKVGSS IARGI.SHLKS DHt?CGR*KM PIVHRDLKSS NILVKNDI/TC 
CLCDFGLSLR LGPYSSVDDL ANSGQVGTAR YMAPEVLESR MNIiENAESFK 
QTDVYSMAI/V LWEMTSRCNA VGEVKDYEPP FGSKVRDPW ESMKDNVI^D 
RGTRNSSFWL tfHGGIQMVCE TI/TECWDHDP EARLTAQCVA ERFSEUEHIiD 
RLSGRSCSEE KIPEDGSLNT? TK* 



